inolate system is an obstacle to using Brassica by-products as animal feed.
A11 myrosinases investigated thus far are dimeric glycoproteins, containing from 6 to 20% carbohydrate, with monomeric molecular masses ranging from 62 to 77 kD (Bjorkman, 1976; Bones and Slupphaug, 1989) . They often exist as isoenzymes. In Sinapis alba and Brassica napus, myrosinase is encoded by a multigene family (Falk et al., 1992; Xue et al., 1992) and we have evidence that the same is true in Brassica campestris ( Table I; S. Machlin and D. Bradley, unpublished results). Gene expression is regulated in a tissue-and developmental-specific manner with high levels of tgg mRNA accumulating in young leaves, cotyledons, hypocotyls, and germinating seeds (Falk et al., 1992) . Previous reports of myrosinase gene sequence from the Brassicaceae have been of cDNA clones (Falk et al., 1992; Xue et al., 1992) . We present here the first genomic nucleotide 
